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摘  要： 

Genetic research has revolutionized precision 

medicine, offering deeper insights into disease mechanisms, 

risk prediction, and targeted therapies. Genome-wide 

association studies (GWAS) have identified thousands of 

genetic variants linked to complex diseases. Polygenic Risk 

Scores (PRS) help assess genetic predispositions, improving 

early detection and personalized prevention. Mendelian 

Randomization (MR) establishes causal links between risk 

factors and diseases, guiding interventions based on genetic 

evidence. The integration of GWAS, PRS, and MR enables 

genetic risk stratification, causal inference, and disease 

prevention. Genetic research could focus on multi-ethnic 

validation, functional genomics, and clinical implementation 

to enhance the translational impact of genetic discoveries. As 

genetic methodologies continue to evolve, they will pave the 

way for a more effective approach to medicine, ultimately 

improving patient outcomes through data-driven precision 

health strategies. 
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